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various#biologicalwactivities, suchmas¥replication, transcription, translation, repair, metabolismuandusignaling.
Accordinggtorthemnumberzandrorderpofucysteinepand ghistidinedresidues, zincifinger¥proteins Iwerelclassifiedrinto
several differentatypes, suchmasgC2H2, C2C2, C2C2C2, C2HCpand¥C3H. Forgexample, C3H-typeBonesicontain
oneltossixptypical motifs withathreekysteinesresiduestandone thistidinesresidue. However, theirsfunctionsmrenlittle
known, andmosgeneshaswbeenreporteduinsbroccoli.

Inpthisgstudy, agC3H-typepzinchfingeriproteinigene iGE##A<E wast isolatedn fromubroccoli, andy latern the
expressiontpatternstinKifferentbrgansias wellmstleavestinfected by <. M/~ andC. ALK& ®verelstudied.

ResultstindicatednthataCsA<Pacontained Inokintron, anditherfullalengthsofacodingasequence swasal740 bp
encoding®79 amino¥acids. Themeducedmproteinisequencefcontainedstwo MNK idomainssandatwo ICCCHuzincrfinger
structures, respectively, andathe CCCHrincafingermtypes werelo—Xg—C—X; —C—X;—Hmnd C—X; —C—X,
C—X;—H. Reversertranscription-polymeraselkchainfreactionfiresultsashowedthatuathe \fgazA<PIWas ke xpresseduin
roots, leaves, stalks, youngssiliques, flowersbudszandaflowers, withuhighestulevelwingroots. Expressiontlevels
increased whenichallengedwbywbothik. \pPP&/~mndiC. ALK~ Whentinfectedibyuk. NS/ expression
levelsmincreasedmafter®24 h, andmecreasedmafter®72 h, whileminfectedbyC. ALK&~ thethighestilevel wasmetected

afters6 h, andwslowedsdownmingl2 h. Homologousssequences sweresdownloadedsfrom sNCBI ( National xCenternfor

BiotechnologysInformation) website, including w2/ KEANSS, EESOUGC2 Y2507
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Fig. 5 1 Phylogeneticatreelof BoCCCH2 andsitsthomologousssequencesIconstructed usingmeighbor-joining method
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